WHAT IS CLAIMED IS : 

1 . Isolated nucleic acid having at least 80% nucleic acid sequence identity to a nucleotide sequence 
that encodes an amino acid sequence selected from the group consisting of the amino acid sequence shown in 
Figure 2 (SEQ ID NO:2),Yigure 4 (SEQ ID NO:4), Figure 6 (SEQ ID NO:6), Figure 8 (SEQ ID NO:8), Figure 
10 (SEQ ID NO: 10), Figuie 12 (SEQ ID NO: 12), Figure 14 (SEQ ID NO: 14), Figure 16 (SEQ ID NO: 16), 
5 Figure 18 (SEQ ID NO: 18)V Figure 20 (SEQ ID NO:20), Figure 22 (SEQ ID NO:22), Figure 24 (SEQ ID 
NO:24), Figure 26 (SEQ ID NO:26), Figure 28 (SEQ ID NO:28), Figure 30 (SEQ ID NO:30), Figure 32 (SEQ 
ID NO:32), Figure 34 (SEQ ID NO:34), Figure 36 (SEQ ID NO:36), Figure 38 (SEQ ID NO:38), Figure 40 
(SEQ ID NO:40), Figure 42 (SEQ ID NO:42), Figure 44 (SEQ ID NO:44), Figure 46 (SEQ ID NO:46), Figure 
48 (SEQ ID NO:48), Figure 50 (Wq ID NO:50), Figure 52 (SEQ ID NO:52), Figure 54 (SEQ ID NO:54), 
10 Figure 56 (SEQ ID NO:56), Figu\e 58 (SEQ ID NO:58), Figure 60 (SEQ ID NO:60), Figure 62 (SEQ ID 
NO:62), Figure 64 (SEQ ID NO:64A Figure 66 (SEQ ID NO:66), Figure 68 (SEQ ID NO:68), Figure 70 (SEQ 
ID NO:70), Figure 72 (SEQ ID NoW Figure 74 (SEQ ID NO:74), Figure 76 (SEQ ID NO:76), Figure 78 
y t (SEQ ID NO:78), Figure 80 (SEQ ID NO:80), Figure 82 (SEQ ID NO:82), Figure 84 (SEQ ID NO:84), Figure 

h 86 (SEQ ID NO:86), Figure 88 (SEq\d NO:88), Figure 90 (SEQ ID NO:90), Figure 92 (SEQ ID NO:92), 

p| 15 Figure 94 (SEQ ID NO:94), Figure 96YSEQ ID NO:96), Figure 98 (SEQ ID NO:98), Figure 100 (SEQ ID 
P NO: 100), Figure 102 (SEQ ID NO: 102),Vigure 104 (SEQ ID NO: 104), Figure 106 (SEQ ID NO: 106), Figure 

|j 108 (SEQ ID NO: 108), Figure 1 10 (SE(JaD\NO: 1 10), Figure 1 12 (SEQ ID NO: 112), Figure 1 14 (SEQ ID 

HI NO: 114), Figure 116 (SEQ ID NO: 116), FuWre 1 18 (SEQ ID NO:l 18), Figure 120 (SEQ ID NO: 120), Figure 

122 (SEQ ID NO: 122), Figure 124 (SEgJ^NO: 124), Figure 126 (SEQ ID NO: 126), Figure 128 (SEQ ID 
U 20 NO: 128), Figure 130 (SEQ ID NO: 130)?Figure 132 (SEQ ID NO: 132), Figure 134 (SEQ ID NO: 134), Figure 
3 136 (SEQ ID NO: 136), Figure 138 (SEQ ID NO: 138), Figure 140 (SEQ ID NO: 140), Figure 142 (SEQ ID 

h NO: 142), Figure 144 (SEQ ID NO:144), Figure 146 (SEQ ID NO:146), Figure 148 (SEQ ID NO:148), Figure 

* 150 (SEQ ID NO:150), Figure 152 (SEQ ID r)o:152), Figure 154 (SEQ ID NO:154), Figure 156 (SEQ ID 

NO:156), Figure 158 (SEQ ID NO:158), Figure 160 (SEQ ID NO:160), Figure 162 (SEQ ID NO:162), Figure 
25 164 (SEQ ID NO: 164), Figure 166 (SEQ ID NOU66) and Figure 168 (SEQ ID NO: 168). 

2. Isolated nucleic acid having at least\£o% nucleic acid sequence identity to a nucleotide sequence 
selected from the group consisting of the nucleotide sequence shown in Figure 1 (SEQ ID NO: 1), Figure 3 (SEQ 
ID NO:3), Figure 5 (SEQ ID NO:5), Figure 7 (SEQUp NO:7), Figure 9 (SEQ ID NO:9), Figure 11 (SEQ ID 

30 NO: 11), Figure 13 (SEQ ID NO: 13), Figure 15 (SEqW NO: 15), Figure 17 (SEQ ID NO: 17), Figure 19 (SEQ 
ID NO:19), Figure 21 (SEQ ID NO:21), Figure 23 (SEQ ID NO:23), Figure 25 (SEQ ID NO:25), Figure 27 
(SEQ ID NO:27), Figure 29 (SEQ ID NO:29), Figure 3 ^SEQ ID NO:31), Figure 33 (SEQ ID NO:33), Figure 
35 (SEQ ID NO:35), Figure 37 (SEQ ID NO:37), Figufe 39 (SEQ ID NO:39), Figure 41 (SEQ ID NO:41), 
Figure 43 (SEQ ID NO:43), Figure 45 (SEQ ID NO:45i Figure 47 (SEQ ID NO:47), Figure 49 (SEQ ID 

35 NO:49), Figure 51 (SEQ ID NO:51), Figure 53 (SEQ ID NO:53), Figure 55 (SEQ ID NO:55), Figure 57 (SEQ 
ID NO:57), Figure 59 (SEQ ID NO:59), Figure 61 (SEQ ID NO:61), Figure 63 (SEQ ID NO:63), Figure 65 
(SEQ ID NO:65), Figure 67 (SEQ ID NO:67), Figure 69 (SEp ID NO:69), Figure 71 (SEQ ID NO:71), Figure 
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73 (SEQ ID ftp:73), Figure 75 (SEQ ID NO:75), Figure 77 (SEQ ID NO:77), Figure 79 (SEQ ID NO:79), 
Figure 81 (SEO ID NO:81), Figure 83 (SEQ ID NO:83), Figure 85 (SEQ ID NO:85), Figure 87 (SEQ ID 
NO:87), Figured (SEQ ID NO:89), Figure 91 (SEQ ID NO:91), Figure 93 (SEQ ID NO:93), Figure 95 (SEQ 
ID NO:95), Figur\ 97 (SEQ ID NO:97), Figure 99 (SEQ ID NO:99), Figure 101 (SEQ ID NO: 101), Figure 
103 (SEQ ID NO:f03), Figure 105 (SEQ ID NO:105), Figure 107 (SEQ ID NO:107), Figure 109 (SEQ ID 
NO:109), Figure 1 1 \ (SEQ ID NO:lll), Figure 113 (SEQ ID NO:113), Figure 115 (SEQ ID NO:115), Figure 
117 (SEQ ID NO:llT>, Figure 119 (SEQ ID NO: 119), Figure 121 (SEQ ID NO: 121), Figure 123 (SEQ ID 
NO: 123), Figure 125 (SEQ ID NO: 125), Figure 127 (SEQ ID NO: 127), Figure 129 (SEQ ID NO: 129), Figure 
131 (SEQ ID NO:131)AFigure 133 (SEQ ID NO:133), Figure 135 (SEQ ID NO:135), Figure 137 (SEQ ID 
NO: 137), Figure 139 (SBQ ID NO: 1390), Figure 141 (SEQ ID NO: 141), Figure 143 (SEQ ID NO: 143), Figure 
145 (SEQ ID NO:145), Figure 147 (SEQ ID NO:147), Figure 149 (SEQ ID NO:149), Figure 151 (SEQ ID 
NO:151), Figure 153 (SEQp NO:153), Figure 155 (SEQ ID NO:155), Figure 157 (SEQ ID NO:157), Figure 
159 (SEQ ID NO: 159), FiguVe 161 (SEQ ID NO: 161), Figure 163 (SEQ ID NO: 163), Figure 165 (SEQ ID 
NO: 165) and Figure 167 (SEQ ID NO: 167). 

3 . Isolated nucleicWid having at least 80 % nucleic acid sequence identity to a nucleotide sequence 
selected from the group consisting W the full-length coding sequence of the nucleotide sequence shown in Figure 
1 (SEQ ID NO:l), Figure 3 (SEQH) NO:3), Figure 5 (SEQ ID NO:5), Figure 7 (SEQ ID NO:7), Figure 9 
(SEQ ID NO:9), Figure 1 1 (SEQ IdV): 1 1), Figure 13 (SEQ ID NO: 13), Figure 15 (SEQ ID NO: 15), Figure 
17 (SEQ ID NO: 17), Figure 19 (SEQ ID NO: 19), Figure 21 (SEQ ID NO:21), Figure 23 (SEQ ID NO:23), 
Figure 25 (SEQ ID NO:25), FiguCe^^SEQ ID NO:27), Figure 29 (SEQ ID NO:29), Figure 31 (SEQ ID 
NO:31), Figure 33 (SEQ ID NO:33r>, Fi\ure\?5 (SEQ ID NO:35), Figure 37 (SEQ ID NO:37), Figure 39 (SEQ 
ID NO:39), Figure 41 (SEQ ID ^0:41)\ngure 43 (SEQ ID NO:43), Figure 45 (SEQ ID NO:45), Figure 47 
(SEQ ID NO:47), Figure 49 (SEQ VCk NO:49), Hgure 51 (SEQ ID NO:51), Figure 53 (SEQ ID NO:53), Figure 
55 (SEQ ID NO:55), Figure 57 (SE^ID-N0?57), Figure 59 (SEQ ID NO:59), Figure 61 (SEQ ID NO:61), 
Figure 63 (SEQ ID NO:63), Figure 65 (SEQ ID NO:65), Figure 67 (SEQ ID NO:67), Figure 69 (SEQ ID 
NO:69), Figure 71 (SEQ ID NO:71), Figure ^3 (SEQ ID NO:73), Figure 75 (SEQ ID NO:75), Figure 77 (SEQ 
ID NO:77), Figure 79 (SEQ ID NO:79), FiguVe 81 (SEQ ID NO:81), Figure 83 (SEQ ID NO:83), Figure 85 
(SEQ ID NO:85), Figure 87 (SEQ ID NO:87), Rgure 89 (SEQ ID NO:89), Figure 91 (SEQ ID NO:91), Figure 
93 (SEQ ID NO:93), Figure 95 (SEQ ID NO:95), Figure 97 (SEQ ID NO:97), Figure 99 (SEQ ID NO:99), 
Figure 101 (SEQ ID NO: 101), Figure 103 (SEQ ID NO: 103), Figure 105 (SEQ ID NO: 105), Figure 107 (SEQ 
ID NO: 107), Figure 109 (SEQ ID NO: 109), FiguVe 111 (SEQ ID NO: 111), Figure 113 (SEQ ID NO: 113), 
Figure 115 (SEQ ID NO: 115), Figure 1 17 (SEQ ID NO: 1 17), Figure 119 (SEQ ID NO: 119), Figure 121 (SEQ 
ID NO:121), Figure 123 (SEQ ID NO:123), Figure\l25 (SEQ ID NO:125), Figure 127 (SEQ ID NO:127), 
Figure 129 (SEQ ID NO:129), Figure 131 (SEQ ID NO:131), Figure 133 (SEQ ID NO:133), Figure 135 (SEQ 
ID NO:135), Figure 137 (SEQ ID NO:137), Figure 1S9 (SEQ ID NO:1390), Figure 141 (SEQ ID NO:141), 
Figure 143 (SEQ ID NO: 143), Figure 145 (SEQ ID NO\l45), Figure 147 (SEQ ID NO: 147), Figure 149 (SEQ 
ID NO:149), Figure 151 (SEQ ID NO:151), Figure \5Q (SEQ ID NO:153), Figure 155 (SEQ ID NO:155), 
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Figure 157 (SEQ ID NO:157), Figure 159 (SEQ ID NO:159), Figure 161 (SEQ ID NO:161), Figure 163 (SEQ 
ID NO: 163), Figure 165 (SEQ ID NO: 165) and Figure 167 (SEQ ID NO: 167). 

\ 

4. Isolated nucleic acid having at least 80% nucleic acid sequence identity to the full-length coding 
sequence of the D1W deposited under any ATCC accession number shown in Table 7. 

5. A victor comprising the nucleic acid of Claim 1 . 

6. The Actor of Claim 5 operably linked to control sequences recognized by a host cell 
transformed with the vector. 

7. A host cell comprising the vector of Claim 5. 
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8. The host celftof Claim 7, wherein said cell is a CHO cell. 



9. The host cell of Claim 7, wherein said cell is an E. coli. 



10. The host cell of Claim 7, wherein said cell is a yeast cell. 



profl 



11. A process for 
under conditions suitable for express ityn 
cell culture. 



ing a PRO polypeptides comprising culturing the host cell of Claim 7 
f said PRO polypeptide and recovering said PRO polypeptide from the 



12. An isolated polypi 
sequence selected from the group coijsis 
Figure 4 (SEQ ID NO:4), Figure 6 (! 
Figure 12 (SEQ ID NO: 12), Figure 14 (S 
NO: 18), Figure 20 (SEQ ID NO:20), 
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at least 80% amino acid sequence identity to an amino acid 
ng off the amino acid sequence shown in Figure 2 (SEQ ID NO: 2), 
NO:6 ). Figure 8 (SEQ ID NO:8), Figure 10 (SEQ ID NO: 10), 
ID NO: 14), Figure 16 (SEQ ID NO: 16), Figure 18 (SEQ ID 
2 (SEQ ID NO:22), Figure 24 (SEQ ID NO:24), Figure 26 (SEQ 



, Figure 

ID NO:26), Figure 28 (SEQ ID NO:28), Figure 30 (SEQ ID NO:30), Figure 32 (SEQ ID NO:32), Figure 34 
(SEQ ID NO:34), Figure 36 (SEQ ID NO:36), Figure 38 (S EQ ID NO : 3 8), Figure 40 (SEQ ID NO:40), Figure 
42 (SEQ ID NO:42), Figure 44 (SEQ ID NO:4¥), Figure 46 (SEQ ID NO:46), Figure 48 (SEQ ID NO:48), 
Figure 50 (SEQ ID NO:50), Figure 52 (SEQ Ifl NO:52), Figure 54 (SEQ ID NO:54), Figure 56 (SEQ ID 
NO:56), Figure 58 (SEQ ID NO:58), Figure 60 (SEQ ID NO:60), Figure 62 (SEQ ID NO:62), Figure 64 (SEQ 
ID NO:64), Figure 66 (SEQ ID NO:66), Figure 6* (SEQ ID NO:68), Figure 70 (SEQ ID NO:70), Figure 72 
(SEQ ID NO:72), Figure 74 (SEQ ID NO:74), FiguJe 76 (SEQ ID NO:76), Figure 78 (SEQ ID NO:78), Figure 
80 (SEQ ID NO:80), Figure 82 (SEQ ID NO:82), Figure 84 (SEQ ID NO:84), Figure 86 (SEQ ID NO:86), 
Figure 88 (SEQ ID NO:88), Figure 90 (SEQ ID Nti:90), Figure 92 (SEQ ID NO:92), Figure 94 (SEQ ID 
NO:94), Figure 96 (SEQ ID NO:96), Figure 98 (SEQ ID NO:98), Figure 100 (SEQ ID NO: 100), Figure 102 



(SEQ ID No4o2), Figure 104 (SEQ ID NO:104), Figure 106 (SEQ ID NO:106), Figure 108 (SEQ ID 
NO108) Figure! 10 (SEQ ID NO: 1 10), Figure 1 12 (SEQ ID NO:l 12), Figure 1 14 (SEQ ID NO: 1 14), Figure 
116 (SEQ ID NO:W Figure 118 (SEQ ID NO:118), Figure 120 (SEQ ID NO:120), Figure 122 (SEQ ID 
NO-122), Figure 124\sEQ ID NO:124), Figure 126 (SEQ ID NO:126), Figure 128 (SEQ ID NO:128), Figure 
130 (SEQ ID NO:13o\Figure 132 (SEQ ID NO:132), Figure 134 (SEQ ID NO:134), Figure 136 (SEQ ID 
NO: 136), Figure 138 (SEQ ID NO: 138), Figure 140 (SEQ ID NO:140), Figure 142 (SEQ ID NO: 142), Figure 
144 (SEQ ID NO:144),^igure 146 (SEQ ID NO:146), Figure 148 (SEQ ID NO:148), Figure 150 (SEQ ID 
NO: 150), Figure 152 (SEq\d NO:152), Figure 154 (SEQ ID NO: 154), Figure 156 (SEQ ID NO: 156), Figure 
158 (SEQ ID NO:158), Figure 160 (SEQ ID NO:160), Figure 162 (SEQ ID NO:162), Figure 164 (SEQ ID 
NO:164), Figure 166 (SEQ ID NO: 166) and Figure 168 (SEQ ID NO:168). 

13. An isolated pofypeptide having at least 80% amino acid sequence identity to an amino acid 
sequence encoded by the full-lengln^coding sequence of the DNA deposited under any ATCC accession number 
shown in Table 7. 

14. A chimeric moleculeV>mprising a polypeptide according to Claim 12 fused to a heterologous 
amino acid sequence. 

15. The chimeric;molecul\V Claim 14, wherein said heterologous amino acid sequence is an 
epitope tag sequence. 

16. The chimeric mole^le of Ojair^ 14, wherein said heterologous amino acid sequence is a Fc 
region of an immunoglobulin 

17. Ah antibody which specificalAbinds to a polypeptide according to Claim 12. 

18. The antibody of Claim 17, wheipm said antibody is a monoclonal antibody, a humanized 
antibody or a single-chain antibody. 

19. Isolated nucleic acid having at leastk) % nucleic acid sequence identity to: 
(a) a nucleotide sequence encoding the polypeptide shown in Figure 2 (SEQ ID NO:2), Figure 4 

(SEQ ID NO-4), Figure 6 (SEQ ID NO:6), Figure 8 (SEQ ID NO:8), Figure 10 (SEQ ID NO: 10), Figure 12 
(SEQ ID NO: 12), Figure 14 (SEQ ID NO: 14), Figure 16\sEQ ID NO: 16), Figure 18 (SEQ ID NO: 18), Figure 
20 (SEQ ID NO:20), Figure 22 (SEQ ID NO:22), FiguA 24 (SEQ ID NO:24), Figure 26 (SEQ ID NO:26), 
Figure 28 (SEQ ID NO:28), Figure 30 (SEQ ID NO:30)\ Figure 32 (SEQ ID NO:32), Figure 34 (SEQ ID 
NO-34) Figure 36 (SEQ ID NO:36), Figure 38 (SEQ ID N&:38), Figure 40 (SEQ ID NO:40), Figure 42 (SEQ 
ID NO 42) Figure 44 (SEQ ID NO:44), Figure 46 (SEQ lil> NO:46), Figure 48 (SEQ ID NO:48), Figure 50 
(SEQ ID NO:50), Figure 52 (SEQ ID NO:52), Figure 54 (SE^ ID NO:54), Figure 56 (SEQ ID NO:56), Figure 
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58 (SEQ fb NO:58), Figure 60 (SEQ ID NO:60), Figure 62 (SEQ ID NO:62), Figure 64 (SEQ ID NO:64), 
Figure 66 <&Q ID NO:66), Figure 68 (SEQ ID NO:68), Figure 70 (SEQ ID NO:70), Figure 72 (SEQ ID 
NO-72) Figuk 74 (SEQ ID NO:74), Figure 76 (SEQ ID NO:76), Figure 78 (SEQ ID NO:78), Figure 80 (SEQ 
ID NO-80) fL 82 (SEQ ID NO:82), Figure 84 (SEQ ID NO:84), Figure 86 (SEQ ID NO:86), Figure 88 
(SEQ ID NO-88A Figure 90 (SEQ ID NO:90), Figure 92 (SEQ ID NO:92), Figure 94 (SEQ ID NO:94), Figure 
96 (SEQ ID NO-9V Figure 98 (SEQ ID NO:98), Figure 100 (SEQ ID NO: 100), Figure 102 (SEQ ID NO: 102), 
Figure 104 (SEQ IlLo: 104), Figure 106 (SEQ ID NO: 106), Figure 108 (SEQ ID NO: 108), Figure 1 10 (SEQ 
ID NO- 110) Figure\l2 (SEQ ID NO: 112), Figure 114 (SEQ ID NO: 114), Figure 116 (SEQ ID NO: 116), 
Figure 118 (SEQ ID db:118>. Figure 120 (SEQ ID NO:120), Figure 122 (SEQ ID NO:122), Figure 124 (SEQ 
ID NO- 124), Figure 1* (SEQ ID NO:126), Figure 128 (SEQ ID NO:128), Figure 130 (SEQ ID NO:130), 
Figure 132 (SEQ ID NoW, Figure 134 (SEQ ID NO:134), Figure 136 (SEQ ID NO: 136), Figure 138 (SEQ 
ID NO- 138) Figure 14o\sEQ ID NO: 140), Figure 142 (SEQ ID NO: 142), Figure 144 (SEQ ID NO: 144), 
Figure 146 (SEQ ID NO-.lk Figure 148 (SEQ ID NO:148), Figure 150 (SEQ ID NO:150), Figure 152 (SEQ 
ID NO-152) Figure 154 (SEQ ID NO:154), Figure 156 (SEQ ID NO:156), Figure 158 (SEQ ID NO:158), 
Figure 160 (SEQ ID NO:160)\Figure 162 (SEQ ID NO:162), Figure 164 (SEQ ID NO:164), Figure 166 (SEQ 
ID NO: 166) or Figure 168 (SEQ ID NO: 168), lacking its associated signal peptide; 

(b) a nucleotide sequence encoding an extracellular domain of the polypeptide shown in Figure 2 
(SEQ ID NO:2), Figure 4 (SE&i^OA), Figure 6 (SEQ ID NO:6), Figure 8 (SEQ ID NO:8), Figure 10 (SEQ 
ID NO- 10), Figure 12 (SEQ iV, N \l2), Figure 14 (SEQ ID NO:14), Figure 16 (SEQ ID NO:16), Figure 18 
(SEQ ID NO:18), Figure 20 (skj IdV :20), Figure 22 (SEQ ID NO:22), Figure 24 (SEQ ID NO:24), Figure 
26 (SEQ ID NO:26), Figure 28\(SEq\\ NO:28), Figure 30 (SEQ ID NO:30). Figure 32 (SEQ ID NO:32), 
Figure 34 (SEQ ID NO:34), piLe 36}AeQ ID NO:36), Figure 38 (SEQ ID NO:38), Figure 40 (SEQ ID 
NO-40) Figure 42 (SEQ ID NO%#\ (SEQ ID NO:44), Figure 46 (SEQ ID NO:46), Figure 48 (SEQ 
ID NO-48) Figure 50 (SEQ ID N<\ 5 0), \igu\e 52 (SEQ ID NO:52), Figure 54 (SEQ ID NO:54), Figure 56 

Figure 60 (SEQ ID NO:60), Figure 62 (SEQ ID NO:62), Figure 

66), Figure 68 (SEQ ID NO:68), Figure 70 (SEQ ID NO:70), 
\ID NO:74), Figure 76 (SEQ ID NO:76), Figure 78 (SEQ ID 
N078)' Frgure^SEQ ID NO:80), Figure 82VSEQ ID NO:82), Figure 84 (SEQ ID NO:84), Figure 86 (SEQ 
ID NO-86), Figure 88 (SEQ ID NO:88), FigureW (SEQ ID NO:90), Figure 92 (SEQ ID NO:92), Figure 94 
(SEQ ID NO:94), Figure 96 (SEQ ID NO:96), Lure 98 (SEQ ID NO:98), Figure 100 (SEQ ID NO:100), 
Figure 102 (SEQ ID NO: 102), Figure 104 (SEQ IlWl04), Figure 106 (SEQ ID NO: 106), Figure 108 (SEQ 
ID NO:108), Figure 110 (SEQ ID NO:110), Figur\ll2 (SEQ ID NO:112), Figure 114 (SEQ ID NO:114), 
Figure 116 (SEQ ID NO:116), Figure 1 18 (SEQ ID NO:l 18), Figure 120 (SEQ ID NO:120), Figure 122 (SEQ 
ID NO-122) Figure 124 (SEQ ID NO:124), Figure \ 2 6 (SEQ ID NO:126), Figure 128 (SEQ ID NO:128), 
Figure 130 (SEQ ID NO:130), Figure 132 (SEQ ID No\l32), Figure 134 (SEQ ID NO:134), Figure 136 (SEQ 
ID NO-136) Figure 138 (SEQ ID NO:138). Figure 14b (SEQ ID NO:140), Figure 142 (SEQ ID NO:142), 
Figure 144 (SEQ ID NO: 144), Figure 146 (SEQ ID NO: iW Figure 148 (SEQ ID NO: 148), Figure 1 50 (SEQ 
ID NO- 150) Figure 152 (SEQ ID NO: 152), Figure 154\sEQ ID NO: 154), Figure 156 (SEQ ID NO: 156), 



(SEQ ID NO:56), Figure 58 (SEQ IlWNO:58), 
64 (SEQ ID NO:64), Figure 66 (SEQUD N « 
Figure 72 (SEQ ID NO: 72), Figure 74-(SB 
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Figure 158 (SEQ ID NO:158), Figure 160 (SEQ ID NO: 160), Figure 162 (SEQ ID NO: 162), Figure 164(SEQ 
ID NO: 164), Figure 166 (SEQ ID NO: 166) or Figure 168 (SEQ ID NO: 168), with its associated signal pept.de; 

\ 

or 

(c) ^nucleotide sequence encoding an extracellular domain of the polypeptide shown tn F.gure 2 
(SEQ ID NO-2), FiLe 4 (SEQ ID NO:4), Figure 6 (SEQ ID NO:6), Figure 8 (SEQ ID NO:8), Figure 10 (SEQ 
ID NO- 10) Figure h (SEQ ID NO:12), Figure 14 (SEQ ID NO:14), Figure 16 (SEQ ID NO:16), Figure 18 
(SEQ ID NO: 18), FigL 20 (SEQ ID NO:20), Figure 22 (SEQ ID NO:22), Figure 24 (SEQ ID NO:24). Figure 
26 (SEQ ID NO:26), Figure 28 (SEQ ID NO:28), Figure 30 (SEQ ID NO:30), Figure 32 (SEQ ID NO:32), 
Figure 34 (SEQ ID NoW Figure 36 (SEQ ID NO:36), Figure 38 (SEQ ID NO:38), Figure 40 (SEQ ID 
NO-40) Figure 42 (SEQ \p NO:42), Figure 44 (SEQ ID NO:44), Figure 46 (SEQ ID NO:46), Figure 48 (SEQ 
ID NO-48) Figure 50 (Se\d ID NO:50), Figure 52 (SEQ ID NO:52), Figure 54 (SEQ ID NO:54), Figure 56 
(SEQ ID NO:56), Figure SsVsEQ ID NO:58), Figure 60 (SEQ ID NO:60), Figure 62 (SEQ ID NO:62), Figure 
64 (SEQ ID NO:64), Figure^ (SEQ ID NO:66), Figure 68 (SEQ ID NO:68), Figure 70 (SEQ ID NO:70), 
Figure 72 (SEQ ID NO:72), Lure 74 (SEQ ID NO:74), Figure 76 (SEQ ID NO:76), Figure 78 (SEQ ID 
NO-78) Figure 80 (SEQ ID NoW Figure 82 (SEQ ID NO:82), Figure 84 (SEQ ID NO:84), Figure 86 (SEQ 
ID NO-86), Figure 88 (SEQ ID \o:88), Figure 90 (SEQ ID NO:90), Figure 92 (SEQ ID NO:92), Figure 94 
(SEQ ID NO-94) Figure 96 (SEQ ID NO:96), Figure 98 (SEQ ID NO:98), Figure 100 (SEQ ID NO: 100), 
Figure 102 (SEQ ID NO: 102), Figie 104 (SEQ ID NO:104), Figure 106 (SEQ ID NO: 106), Figure 108 (SEQ 
ID NO108), Figure 110 (SEQ^IdViIO), Figure 112 (SEQ ID NO:112), Figure 114 (SEQ ID NO:114), 
Figure 116(SEQIDNO:116),kur\W(SEQIDNO:118), Figure 120 (SEQ ID NO: 120), Figure 122 (SEQ 
ID NO- 122) Figure 124 (SE&ta NqW Figure 126 (SEQ ID NO: 126), Figure 128 (SEQ ID NO: 128), 

Figure 130 (SEQ ID NO: 130),lgur e W Q ID N ° : 132) ' ™ (SEQ ID N ° :134) ' ™ ^ 

ID NO- 136), Figure 138 (SEQ h VohA Figure 140 (SEQ ID NO:140), Figure 142 (SEQ ID NO:142), 
Figure 144 (SEQ ID NO:144), FiLe u\(sfa ID NO:146), Figure 148 (SEQ ID NO:148), Figure 150 (SEQ 
ID NO- 150) Figure 152 (SE^NO^U Figure 154 (SEQ ID NO:154), Figure 156 (SEQ ID NO:156), 
Figure 158 (SEQ ID NO:158), FigureTBO^EQ ID NO-.160), Figure 162 (SEQ ID NO:162), Figure 164 (SEQ 
ID NO:164), Figure 166 (SEQ ID NO:166\or Figure 168 (SEQ ID NO:168), lacking its associated stgnal 
peptide. \ 

20 An isolated polypeptide having at least 80% amino acid sequence identity to: 
(a) an amino acid sequence of the polypeptide shown in Figure 2 (SEQ ID NO:2), Figure 4 (SEQ 
ID NO-4) Figure 6 (SEQ ID NO:6), Figure 8 (sVq ID NO:8), Figure 10 (SEQ ID NO:10), Figure 12 (SEQ 
ID NO-12) Figure 14 (SEQ ID NO:14), Figure l\ (SEQ ID NO:16), Figure 18 (SEQ ID NO:18), Figure 20 
(SEQ ID NO:20), Figure 22 (SEQ ID NO:22), Figu\e 24 (SEQ ID NO:24), Figure 26 (SEQ ID NO:26), Figure 
28 (SEQ ID NO:28), Figure 30 (SEQ ID NO:30). We 32 (SEQ ID NO:32), Figure 34 (SEQ ID NO-.34). 
Figure 36 (SEQ ID NO:36), Figure 38 (SEQ ID N \>:38). Figure 40 (SEQ ID NO:40), Figure 42 (SEQ ID 
NO-42) Figure 44 (SEQ ID NO:44), Figure 46 (SE Q W NO:46), Figure 48 (SEQ ID NO:48), Figure 50 (SEQ 
ID NO:50), Figure 52 (SEQ ID NO:52), Figure 54 (SEQ ID NO:54), Figure 56 (SEQ ID NO:56), Figure 58 
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(SEQ ID NO:58), Figure 60 (SEQ ID NO:60), Figure 62 (SEQ ID NO:62), Figure 64 (SEQ ID NO:64), Figure 
66 (SEQ ID NO:6o\ Figure 68 (SEQ ID NO:68), Figure 70 (SEQ ID NO:70), Figure 72 (SEQ ID NO:72), 
Figure 74 (SEQ ID Ap:74), Figure 76 (SEQ ID NO:76), Figure 78 (SEQ ID NO: 78), Figure 80 (SEQ ID 
NO:80), Figure 82 (SbQ ID NO:82), Figure 84 (SEQ ID NO:84), Figure 86 (SEQ ID NO:86), Figure 88 (SEQ 
ID NO:88), Figure 90 (^EQ ID NO:90), Figure 92 (SEQ ID NO:92), Figure 94 (SEQ ID NO:94), Figure 96 
(SEQ ID NO:96), Figured (SEQ ID NO:98), Figure 100 (SEQ ID NO: 100), Figure 102 (SEQ ID NO: 102), 
Figure 104 (SEQ ID NO:loV), Figure 106 (SEQ ID NO: 106), Figure 108 (SEQ ID NO: 108), Figure 110 (SEQ 
ID NO: 110), Figure 112 (SEQ ID NO: 112), Figure 114 (SEQ ID NO: 114), Figure 116 (SEQ ID NO: 116), 
Figure 118 (SEQ ID NO: 1 18)\Figure 120 (SEQ ID NO: 120), Figure 122 (SEQ ID NO: 122), Figure 124 (SEQ 
ID NO: 124), Figure 126 (SEQVID NO: 126), Figure 128 (SEQ ID NO: 128), Figure 130 (SEQ ID NO: 130), 
Figure 132 (SEQ ID NO: 132), Figure 134 (SEQ ID NO: 134), Figure 136 (SEQ ID NO: 136), Figure 138 (SEQ 
ID NO: 138), Figure 140 (SEQ ID NO: 140), Figure 142 (SEQ ID NO: 142), Figure 144 (SEQ ID NO: 144), 
Figure 146 (SEQ ID NO: 146), FiguVe 148 (SEQ ID NO: 148), Figure 150 (SEQ ID NO: 150), Figure 152 (SEQ 
ID NO: 152), Figure 154 (SEQ ID 1^0:154), Figure 156 (SEQ ID NO: 156), Figure 158 (SEQ ID NO: 158), 
Figure 160 (SEQ ID NO: 160), Figure 162 (SEQ ID NO: 162), Figure 164 (SEQ ID NO: 164), Figure 166 (SEQ 
ID NO: 166) or Figure 168 (SEQ ID N^:168), lacking its associated signal peptide; 

(b) an amino acid sequence\)f an extracellular domain of the polypeptide shown in Figure 2 (SEQ 
ID NO:2), Figure 4 (SEQ ID NO:4), Figure 6 (SEQ ID NO:6), Figure 8 (SEQ ID NO:8), Figure 10 (SEQ ID 
NO: 10), Figure 12 (SEQ ID NO: 12), Fi^unS\k (SEQ ID NO: 14), Figure 16 (SEQ ID NO: 16), Figure 18 (SEQ 
ID NO: 18), Figure 20 (SEQ ID NO:20)1 Figure^ (SEQ ID NO:22), Figure 24 (SEQ ID NO:24), Figure 26 
(SEQ ID NO:26), Figure 28 (SEQ ID NoW Figure 30 (SEQ ID NO:30), Figure 32 (SEQ ID NO:32), Figure 
34 (SEQ ID NO:34), Figure 36 (SEQ ID NO:3*)l Figure 38 (SEQ ID NO:38), Figure 40 (SEQ ID NO:40), 
Figure 42 (SEQ ID NO:42), Figure 44 (^feQ(f^O:44), Figure 46 (SEQ ID NO:46), Figure 48 (SEQ ID 
NO:48), Figure 50 (SEQ ID NO:50), FiguVeW (S£qV NO:52), Figure 54 (SEQ ID NO:54), Figure 56 (SEQ 
ID NO:56), Figure 58 (SEQ ID NO:58), FijLre 6o\sfeQ ID NO:60), Figure 62 (SEQ ID NO:62), Figure 64 
(SEQ ID NO:64), Figure 66 (SEQ ID N0^66)\ Figure\68 (SEQ ID NO:68), Figure 70 (SEQ ID NO:70), Figure 
72 (SEQ ID NO:72), Figure 74 (SEQ I^NoWjEi^e 76 (SEQ ID NO:76), Figure 78 (SEQ ID NO:78), 
Figure 80 (SEQ ID NO:80), Figure 82 (SEQ? ID NO:82), Figure 84 (SEQ ID NO:84), Figure 86 (SEQ ID 
NO:86), Figure 88 (SEQ ID NO:88), Figure 90 (SEQ ID NO:90), Figure 92 (SEQ ID NO:92), Figure 94 (SEQ 
ID NO:94), Figure 96 (SEQ ID NO:96), Figure 98 (SEQ\ID NO:98), Figure 100 (SEQ ID NO: 100), Figure 
102 (SEQ ID NO: 102), Figure 104 (SEQ ID NO: 104), Figure 106 (SEQ ID NO: 106), Figure 108 (SEQ ID 
NO: 108), Figure 1 10 (SEQ ID NO: 1 10), Figure 1 12 (SEQ lb NO: 1 12), Figure 1 14 (SEQ ID NO: 1 14), Figure 
116 (SEQ ID NO: 116), Figure 118 (SEQ ID NO: 118), FiguVe 120 (SEQ ID NO: 120), Figure 122 (SEQ ID 
NO: 122), Figure 124 (SEQ ID NO: 124), Figure 126 (SEQ ID NO: 126), Figure 128 (SEQ ID NO: 128), Figure 
130 (SEQ ID NO: 130), Figure 132 (SEQ ID NO: 132), Figure\l34 (SEQ ID NO: 134), Figure 136 (SEQ ID 
NO: 136), Figure 138 (SEQ ID NO: 138), Figure 140 (SEQ ID NO: 140), Figure 142 (SEQ ID NO: 142), Figure 
144 (SEQ ID NO: 144), Figure 146 (SEQ ID NO: 146), Figure 1^8 (SEQ ID NO: 148), Figure 150 (SEQ ID 
NO:150), Figure 152 (SEQ ID NO:152), Figure 154 (SEQ ID NO:154), Figure 156 (SEQ ID NO:156), Figure 

105 



158 (SEQ tD NO:158). Figure 160 (SEQ ID NO:160), Figure 162 (SEQ ID NO-.162), Figure 164 (SEQ ID 
NO- 164) Figure 166 (SEQ ID NO: 166) or Figure 168 (SEQ ID NO: 168), with its associated signal peptide; 
or ' \ 

(c) \n amino acid sequence of an extracellular domain of the polypeptide shown in Figure 2 (SEQ 
ID NO:2), FigureV (SEQ ID NO:4). Figure 6 (SEQ ID NO:6), Figure 8 (SEQ ID NO:8), Figure 10 (SEQ ID 
NO- 10), Figure 12 W ID NO: 12), Figure 14 (SEQ ID NO: 14), Figure 16 (SEQ ID NO: 16), Figure 18 (SEQ 
ID NO- 18) Figure 2 \ (SEQ ID NO:20), Figure 22 (SEQ ID NO:22), Figure 24 (SEQ ID NO:24), Figure 26 
(SEQ ID NO:26), FigL 28 (SEQ ID NO:28), Figure 30 (SEQ ID NO:30), Figure 32 (SEQ ID NO:32), Figure 
34 (SEQ ID NO:34), fW 36 (SEQ ID NO:36), Figure 38 (SEQ ID NO:38), Figure 40 (SEQ ID NO:40), 
Figure 42 (SEQ ID NO:42), Figure 44 (SEQ ID NO:44), Figure 46 (SEQ ID NO:46), Figure 48 (SEQ ID 
NO-48) Figure 50 (SEQ ID NO:50), Figure 52 (SEQ ID NO:52), Figure 54 (SEQ ID NO:54), Figure 56 (SEQ 
ID NO-56) Figure 58 (SE Q \d NO:58), Figure 60 (SEQ ID NO:60), Figure 62 (SEQ ID NO:62), Figure 64 
(SEQ ID NO:64), Figure 66 (&Q ID NO:66), Figure 68 (SEQ ID NO:68), Figure 70 (SEQ ID NO:70), Figure 
72 (SEQ ID NO:72), Figure 7 \(SEQ ID NO.74), Figure 76 (SEQ ID NO:76), Figure 78 (SEQ ID NO:78), 
Figure 80 (SEQ ID NO:80), Figure 82 (SEQ ID NO:82). Figure 84 (SEQ ID NO:84), Figure 86 (SEQ ID 
NO-86) Figure 88 (SEQ ID NO:sk Figure 90 (SEQ ID NO.90), Figure 92 (SEQ ID NO:92), Figure 94 (SEQ 
ID NO-94) Figure 96 (SEQ ID N<W Figure 98 (SEQ ID NO:98), Figure 100 (SEQ ID NO:100), Figure 
102 (SEQ ID NO: 102), Figure 04 *s\ Q ID NO: 104), Figure 106 (SEQ ID NO: 106), Figure 108 (SEQ ID 
NO- 108) Figure 1 10 (SEQ ID N \>: 1 lfo-We 1 12 (SEQ ID NO: 1 12), Figure 114 (SEQ ID NO: 1 14), Figure 
116 (SEQ ID NO:116), Figure l\ 8 (sfedlD NO:118), Figure 120 (SEQ ID NO:120), Figure 122 (SEQ ID 
NO- 122) Figure 124 (SEQ ID No\l24>#igure 126 (SEQ ID NO: 126), Figure 128 (SEQ ID NO: 128), Figure 
130 (SEQ ID NO:130), Figure 13%SE Q \lD NO:132), Figure 134 (SEQ ID NO:134), Figure 136 (SEQ ID 
NO- 136) Figure 138 (SEQ ID NO: W fLL 140 (SEQ ID NO: 140), Figure 142 (SEQ ID NO: 142), Figure 
144 (SEQ ID NO: 144), Figure 146%*! ifo NO: 146), Figure 148 (SEQ ID NO: 148), Figure 150 (SEQ ID 
NO: 150), Figure 152 (SEQ ID NO^sWigui 154 (SEQ ID NO: 154), Figure 156 (SEQ ID NO: 156), Figure 
158 (SEQ ID NO:158), Figure 160 (SEQ ID NO:160), Figure 162 (SEQ ID NO:162), Figure 164 (SEQ ID 
NO: 164), Figure 166 (SEQ ID NO: 166) or Figuk 168 (SEQ ID NO: 168), lacking its associated signal peptide. 

21 . A method of detecting a polypeptide designated as A, B, C or D in a sample suspected of 
containing an A, B, C or D polypeptide, said methVd comprising contacting said sample with a polypeptide 
designated herein as E, F, G, H or I and determining L formation of a A/E, B/F, B/G, C/H or D/I polypeptide 
conjugate in said sample, wherein the formation of said conjugate is indicative of the presence of an A, B, C or 
D polypeptide in said sample and wherein A is a PRolo272 polypeptide, B is a PRO201 10 polypeptide, C is 
a PRO10096 polypeptide, D is a PRO19670 polypeptide,^ is a PRO5801 polypeptide, F is a PROl polypeptide, 
G is a PRO20040 polypeptide, H is a PRO20233 polypeptide and I is a PRO1890 polypeptide. 

22. The method according to Claim 21, wJierein said sample comprises cells suspected of 
expressing said A, B, C or D polypeptide. 
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23. The method according to Claim 21 , wherein said E, F, G, H or I polypeptide is labeled with 
a detectable label. 

24. TheVnethod according to Claim 21, wherein said E, F, G, H or I polypeptide is attached to 
a solid support. 

25. A methtod of detecting a polypeptide designated as E, F, G, H or I in a sample suspected of 
containing an E, F, G, H or I polypeptide, said method comprising contacting said sample with a polypeptide 
designated herein as A, B, G or D and determining the formation of a A/E, B/F, B/G, C/H or D/I polypeptide 
conjugate in said sample, wh&rein the formation of said conjugate is indicative of the presence of an A, B, C or 
D polypeptide in said sample And wherein A is a PRO10272 polypeptide, B is a PRO201 10 polypeptide, C is 
a PRO10096 polypeptide, D is a>PRO19670 polypeptide, E is a PRO5801 polypeptide, F is a PROl polypeptide, 
G is a PRO20040 polypeptide, H is a PRO20233 polypeptide and I is a PRO1890 polypeptide. 

26. The method according to Claim 25, wherein said sample comprises cells suspected of 
expressing said E, F, G, H or I polypeptide. 

27. The method accprdin^o Claim 25, wherein said A, B, C or D polypeptide is labeled with a 
detectable label. 

28. The method according to\(flaim 25, wherein said A, B, C or D polypeptide is attached to a 
solid support. 

29. A method of linking a^ioacflveWolecule to a cell expressing a polypeptide designated as A, 
B, C or D, said method comprising contacting teaiti cell with a polypeptide designated as E, F, G, H or I that 
is bound to said bioactive molecule andallqwing fcajd A, B, C or D and said E, F, G, H or I polypeptides to bind 
to one another, thereby linking said bioactive molecules to said cell, wherein A is a PRO 10272 polypeptide, B 
is a PRO20110 polypeptide, C is a PRO10096 polypeptide, D is a PRO19670 polypeptide, E is a PRO5801 
polypeptide, F is a PROl polypeptide, G is a PRO20040 polypeptide, H is a PRO20233 polypeptide and I is a 
PRO 1890 polypeptide. 

30. The method according to Claim 29,\wherein said bioactive molecule is a toxin, a radiolabel 
or an antibody. 

3 1 . The method according to Claim 29, wh\erein said bioactive molecule causes the death of said 

cell. 
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32. \ A method of linking a bioactive molecule to a cell expressing a polypeptide designated as E, 
F, G, H or I^said method comprising contacting said cell with a polypeptide designated as A, B, C or D that 
is bound to said bioactive molecule and allowing said A, B, C or D and said E, F, G, H or I polypeptides to bind 
to one another Athereby linking said bioactive molecules to said cell, wherein A is a PRO 10272 polypeptide, B 
is a PRO201 10 polypeptide, C is a PRO10096 polypeptide, D is a PRO19670 polypeptide, E is a PRO5801 
polypeptide, F isU PROl polypeptide, G is a PRO20040 polypeptide, H is a PRO20233 polypeptide and I is a 
PRO1890 polyperifide. 
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33. 

or an antibody. 



method according to Claim 32, wherein said bioactive molecule is a toxin, a radiolabel 



34. The method according to Claim 32, wherein said bioactive molecule causes the death of said 



cell. 



35. A methoo of modulating at least one biological activity of a cell expressing a polypeptide 
designated as A, B, C or D,Wid method comprising contacting said cell with a polypeptide designated as E, F, 
G, H or I or an anti-A, B, C^df4D polypeptide antibody, whereby said E, F, G, H or I polypeptide or anti-A, 
B, C or D polypeptide arjtibody binds to said A, B, C or D polypeptide, thereby modulating at least one 
biological activity of said rail, Wherein A is a PRO10272 polypeptide, B is a PRO20110 polypeptide, C is a 
PRO 10096 polypeptide, D is a PRO 196170 polypeptide, E is a PRO5801 polypeptide, F is a PROl polypeptide, 
G is a PRO20040 polypeptide, h\£^RRO20233 polypeptide and I is a PROl 890 polypeptide. 
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36. The method\^cord^ng t\> Claim 35, wherein said celL is killed. 

37. A method of modulating at least one biological activity of a cell expressing a polypeptide 
designated as E, F, G, H or I, said methbd comprising contacting said cell with a polypeptide designated as A, 
B, C or D or an anti-E, F, G, H or I polypeptide antibody, whereby said A, B, C or D polypeptide or anti-E, 
F, G, H or I polypeptide antibody binds to said E, F, G, H or I polypeptide, thereby modulating at least one 
biological activity of said cell, wherein Abs a PRO 10272 polypeptide, B is a PRO20110 polypeptide, C is a 
PRO 10096 polypeptide, D is a PRO 19670 polypeptide, E is a PRO5801 polypeptide, F is a PROl polypeptide, 
G is a PRO20040 polypeptide, H is a PR02&233 polypeptide and I is a PROl 890 polypeptide. 



38. The method according to Claim 37, wherein said cell is killed. 
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